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REREYMRESRE S BN
R R K E MON87769 K R T4 MME % PCR 3%

1 &R

AARUERLE T 55 5 B 8 Rk B K 5 MONS7769 S5 4LA: F i E v PCR &l 7575
AARAETE P TR E R AR MR K S MONS7769 K Bt 4 SR, LA K &1 5 B MONS7769 4L ik
SriEHE PCR A

2 MIEHS| AxE

TSRS TASF IR RLART AN . AR B3R5 FSCE, {0 H R RAE B T4
. FLRATE BRSSO, B RA R ITA B SO & T A SUS .

GB/T 6682 Afrski = FI/KHAE FilEs 77 ik

P HR 1485 S0 8E—4—2010 FREEMEY K™= BT DNA REFI4fk

P Ep 2031 S0 E—8—2013 FEEFMEY RHEHBRSEN  KENREREEN PCR

RAHER 2031 S08E—19—2013 FHEEFMEY RIS EMEN ke

NY/T 672 RHEREYLE>=HEN #AEXK

3 RBMEX

THIAREME LEH T A
3.1

Lectin E Lectin gene

ISR EEERENER , EAR X PEA RTINS ERER,
3.2

MONS87769 F L RHFES]  event-specific sequence of MON87769

SMNEHEAR B 3 5 KRG RFAMNEER P, SIESMNEHA N B 3/ i3 F 5k g R4
HIER TS

4 R

FRUEFE B DR i S B K S MONST7769 S4B IRFE SR IR P BT S 519 XA B #EAT PCR 373
IR Y HBAR B AR 71 DNA B B, MR dh th 275 578 MONBT769 F LIk mlsr

5 R

BRAESS A UL . AU A iR AR B K AT & GB/ T 6682 MUEM—RK.

ST BRisHE.

52 10g/L AR FREL 1. 0 g IRALZEE(EB) A% T 100 mL /K et 5BEAEARFT .
EE—RUZEHBEER, EHNEARER - FERMEFZEMEER.

5.3 10 mol/ L S AR - 7E 160 mL K HIA 80.0 g EEMM (NaOH) , /5 AW EE R,

fn7KE 2% 200 mL,
1
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5.4 500 mmol/L Z —44VUZ 8 475 (pH 8. 0) . FREL 18. 6 g Z — 4k VU Z.BR 4N (EDTA - Na,) . Il
A 70 mL sk, 8IS EALIA R (5. 3) B E EDTA - Na, B2, S S ahEw (5. 3)3 pH
F 8.0, MKEAZE 100 mL, 7E 103. 4 kPa(121°C) 4/ F K 20 min,

5.5 1mol/L ZHRHREAREF f—HMBEBR(pH 8. 0 FREX 121. 1 g =¥ B R T £ (Tris) WH T
800 mL sk i, FHELER (HCD i pH % 8.0, HiZ/KE A E 1000 mL, 7E 103. 4 kPa(121°C) £/ T KB 20
min,

5.6 TEZmMBE(pH 8. 0): 4R EI 10 mL =R HILF R P BREE (5. 5 M 2 mL 222K
ARG, DL MKERZE 1000 mL, £ 103. 4 kPa(121°C) &4 F K 20 min,

5.7 50XTAE Zuil . FREX 242. 2 g —E R EEER e (Tris) , 56 500 mL ARG FEE RS A
100 mL Z =8N8R — AR (5. 4 , vk Z B3 pH % 8. 0, A F /K E A 2 1000 mL, AT, Al7K
B 1 X TAE,

5.8 WARLE WA FREX 250. 0 mg MR A 10 mL /K, ZE B T A 12 h; FREL 250. 0 mg —HIHER
FETE N 10 mL 7K 4% ; FREL 50. 0 g JkE, 10 30 mL /K I fE. RS L E=FER, K EAZE 100 mL,
1 4 C A

5.9 DNA 4FEW#E. 0T LIER#K 4 100 bp~1 000 bp f DNA HEL.

5.10 dNTPs B4R ¥ X 10 mmol/ L #§ dATP,dTTP.dGTP.dCTP U#Fh i & 2 b i H R v
WEBRIES .

5.11 Taq DNA R4 .PCR 2 s & 25 mmol/ L & LEEE TR .

5.12 Lectin HB|4.
lec- 1672F:5'- GGGTGAGGATAGGGTTCTCTG - 3’

lec - 1881R;5'- GCGATCGAGTAGTGAGAGTCG - 3’
TEAY 38 i Bk 210 bp,

5.13 MONB87769 # AL ks R F 51514
MONB87769 - F.5'- CCGGACATGAAGCCATTTAC - 3’
MONB87769 - R:5'- TCCTTGGAGGTCGTCTCATT - 3’
PUEAY 38 R BaR/N R 298 bp(BILHESR A,

514 34 F TE Z ik (5. 6) Bk 2 56 _ER5 1 ## 82 10 pmol/ L,

5.15 AuEidk.

5.16 DNA #2HUAH &

5.17 &M PCR RWiRF &,

5.18 PCR F=#Eliidsnl & .

6 FEMF/MIGLE

6.1 I RFRE0.1gFf0.1mg,

6.2 PCR ¥ 34 FHREHE>1.5C/s, fLAEEE R <. 0C,
6.3 HLUKHE . HIKAN SRR .

6.4 ZINEFL.

6.5 BRBBFAINBHEASL.

6.6 FAIEAKRAEBAAKL,

7 B

7.1 ¥
2
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& NY/ T 672 FRMF 2031 S04 —19—2013 MELERIT.
7.2 RAEHE
& NY/T 672 Ffl#p 2031 S50 45 —19—2013 MALERIT.
1.3 RERAE
AR 1485 S 454—4—2010 L E AT,
7.4 DNA #EEH &
Fe Al 1485 S50 —4-—2010 ML E AT .
7.5 PCR KR
7.5.1 &# PCR R I
7.5. 1.1 KEAREERE PCR K
Fe Ak 2031 S5 —8—2013 MHLERAT.
7.5.1.2 HU&BHRIEFT PCR RN
7.5.1.2.1 &3k PCR MR E 3 IKFAT.
7.5.1.2.2 % PCR R TIER 1 REIMAR MR 1B 5T, B 25 L 4 h OF 135 W BERg PCR
IXFIARHD . B RAZEAER ER A EH PCR KR AR R ME R .
#£ 1 PCRENRREEFR

® A BkE 1z 33
7K —
10X PCR ZW# 1X 2.5 ul
25 mmol/ L EALEEE K 1.5 mmol/L 1.5 puL
dNTPs iR &% (£ 2. 5 mmol/L) £ 0.2 mmol/L 2.0pL
10 ymol/ L MON87769 - F 0.4 ymol/L 1.0 pL
10 pmol/ L MONB87769 - R 0. 4 ymol/L 1.0puL
Taq DNA B4 0.025 U/ ul —

25 mg/ L DNA Bifi 2mg/L 2.0 pL

BRR 25.0 ul.
“FRARBRATE . R PCR B &8 S MRS B . 4RYE Taq DNA R4 B IO W B0 2 KAk

B AR AR K SRR, (R R R B A BUA R 25. 0 4L,

7.5.1.2.3 # PCR AR LHLLE,500 g~3 000 g B> 10 s, R5ELH PCR & . it A PCR X,
7.5.1.2.4 #47 PCR R, RIVFRFRH:94°C A 5 min; 94°C A8 P 30 s,58°C 3B k 30 s, 72°C JE
30 s, L #EFT 35 YRIEFR; 72°C ZE{# 7 min,
7.5.1.2.5 RMEFSEUHE PCR &, % PCR X B =4yt 47a ik /il
7.5.2 8 PCR KR

e PCR KON 9 [F)B , By 158 BAME X R L BT IR s (st R

VIARSE RN K Z 4 DNA VE BT IR ; DL B K S MONS7769 FRE /MR 0. 1% ~1.0%
IR ZEFH DNA, B3R F MON8S7769 F 4k e 5t Jv 31 -5 3k 5 25k [N R 5 32 (R 20 48 L A9 4 DL B0 3K
H0.1%~1. 0% 49 DNA FB1E A FRPEXT IR s LIKAE A2 X R

%R PCR FU R ik &, BB S, AR 77 & PCR KRB 445 7.5. 1.1 F17. 5. 1. 2 #HF,
7.6 PCR =4y ikl

%20 g/ L MR BIREMREIIER, A 1XTAE Sl , I B hDRIEIEE R, 8 100
mL AR A 5 pL EB B IRS)  FEE R 2SS B A AR 36 BRI 18T 5 g
BeJE s BIA 1XTAE & nhi s, EEH M ERBRERMR. B 12 L PCR =145 3 uL IIFEEHRIEE S

3
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BB i FE AL R B A — A SBEFL A DNA 53824 HE, 858 BIRAE 2 V/ em~5 V/em £ F
T HL KRR,
1.7 BERGDH

HLIKEE T » B SRR p B s . B THER AR LB AME SH SRR . R4 DNA 2 TRl
TR R /DN R S R U T OO AR S B R AR . @S R A4 il PCR 3
WHEBEREGHHM DNA R B30 7. 8 fl 7. 9 BURLERAT.
7.8 PCR =#[E

& PCR 74 B0 &5 B 45, [l PCR §73% /9 DNA H B,
7.9  PCR F=#ill FE 38 1E

W EN ) PCR P4 5o el 17 . 55 8 5 I 5 R ol BL K G MONRB7769 ¥4k ik 4 Stk e 51 (3 M
A)FEAT XS B %E PCR §73% 1 DNA R B2 &N B DNA R ER,

8 HRAWMERIR

8.1 MWRBEMERSH

FEIEST 8 PCR RV, KT AR S FT MONS7769 &4k ik4s Stk 5185910, HP M Bk
NG TR R B /AN—BC TR MR B X 3 K G AR R R B 28 (5 BB TR A AT 1 B
FHU PCR RN AR R IE® TAE; B, A,
8.2 HMRULRSHMER
8.2.1 KEAIMEREF MONST769 H b R4 s Rk P 3R S Y 1, AP 3 B Br /NS HUM H BEK
/N—B0 R IIRE B AR MONS7769 # LK i 4. RIAB RN FEM P RMBHERNSFERRKE
MONS7769 ¥Abid 43 , Kl 45 58k BH ™
8.2.2 REWIMELRE K BBRY 1, BV 18 R BEAU/NS B A BER/h—B, T MONB87769 #{b k4%
SEHEFFFIARAG BT B 1 BN S B R BOR/INAR— 3, REARE & b R R ) MONS7769 %4k,
YRR 51 » 2R A R i R R AGIN HE A S TR A TR B R K 5 MONS 7769 #54b AR LAY, K I 45 58 A A
8.2.3 KEWIMERE R BARSRY H, Sy % B RN S B A BA/NA—BL RIARE S PR G H
KRELLE » SRR A R Fh R B R G4 K25 R A B

9 KR
AR R A 1 ¢/ ke
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H R A
(FRMERR)
MEB R AXE MON87769 #H4 &5 R1EF T

1 CCGGACATGA AGCCATTTAC AATTGACCAT CATACTCAAA ACTTCACGAG
51 CAACTTGCTA ATTTTGGAAA AGAGAAAGAA AAGACAAGTG TCGAGCATAC
101 ACTTTAGATG CAACAAGCCT TCATAATGGG CCATGAAGAT GGTTTCCAAA
151 AAGCTCTTTG CCAAATTCAA TTGCTTGCTT TTGAGGTAGA TTTAATGTTA
201 TTTGATTGTT TGAAGAATGT CAAGAATGGG GAGTTGGTAA GGGAGTCTCA

251 AATGGAGACT TTTGAAGAGG CTTCTGGAAA TGAGACGACC TCCAAGGA
1 RIZFB4r 7 MON87769 - F Fl MON87769 - R B#1)5 51,

3 2:1~26 HAMNRIBA R B 3" W4T 27~ 298 AR S REATFF.
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